A. Bisulphite sequencing analysis of H06 locus
Supplementary Figure 9 . Bisulphite sequencing analysis of H06 DNA in parental lines and hybrids. PCR products were cloned into pGEM-T easy and sequenced. Each sample had at least 10 independent clones. (A). Analysis of Bisulphite data by Cymate tool (red circles CG methylation; blue squares CHG methylation and Green arrows, CHH methylation). me, methylated (B). Distribution of methylation across H06 region. 
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